F28524.527

F28524.505

F28524.502

F28524.522

F28524.526

F28524.516

F28524.509

F28524.521

F28524.529

F28524.518

F28524.510
F28524.508
F28524.525
F28524.S30
F28524.523

Samples

Mitir;

F28524.514

F28524.515

F28524.511

F28524.504

F28524.528

F28524.503

F28524.520

F28524.S19

F28524.517

Comparison3

@D Mild OSA
@D Healthy

Gemellaceae
Carnobacteriaceae
Porphyromonadaceae
Aerococcaceae
Neisseriaceae
Actinomycetaceae
Veillonellaceae
Corynebacteriaceae
Burkholderiaceae
Flavobacteriaceae
Peptostreptococcaceae
Gracilibacteria_(GN02)_[F-1]
Comamonadaceae
Erysipelotrichaceae
Atopobiaceae
Enterococcaceae
Paenibacillaceae
Eggerthellaceae
Rhodocyclaceae
Nocardiopsaceae
Microbacteriaceae
Bacteroidetes_[F-1]
Mycobacteriaceae
Clostridiaceae
Chromobacteriaceae

Saccharibacteria_(TM7)_[F-2]

Family

Sporolactobacillaceae
Bifidobacteriaceae
Gracilibacteria_(GN02)_[F-2]
Peptococcaceae
Peptoniphilaceae
Bacteroidales_[F-2]
Treponemataceae
Absconditabacteria_(SR1)_[F-1]
Cardiobacteriaceae
Campylobacteraceae
Tannerellaceae
Ruminococcaceae
Weeksellaceae
Selenomonadaceae
Moraxellaceae
Saccharibacteria_(TM7)_[F-1]
Lachnospiraceae
Propionibacteriaceae
Micrococcaceae
Prevotellaceae
Leptotrichiaceae
Fusobacteriaceae
Pasteurellaceae

Streptococcaceae



